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CLAIMS 



1. A polypeptide which: 

a) has phospholipase activity, 

b) has an amino acid sequence which is at least 50 % identical to SEQ ID NO* 1 and 

c) has one or more of the following amino acids at a position corresponding to SEQ ID 
NO: 1: D62Q/E/F/W/WP/L/G; V60R7S/K; S85Y/T; G91R/E; R125K; V203T V228A- 
T231R; N233R; L259R/V/P; a deletion D266*; and/or L269A. 

2. The polypeptide of claim 1, which has one or more of the following amino acids at a 
pos.tion corresponding to SEQ ID NO: 1: D57G, V60G/C/L/Q, D62H/A, S83T, R84G/S/W 

io G91A/V, L93K, D96W/F/G, E99K, R125K, L259S, F262L, G263Q, L264A, I265T G266 D ' 
T267A/E and/or L269N and/or by a C-termina. extension, particularly AGGFS or 
AGGFSWRRYRSAESVDKRATMTDAELEKKLNSYVQMDKEYVKNNQARS. 

3. The polypeptide of claim 1 or 2 which has the sequence of SEQ ID NO: 1 with one of 
the following sets of alterations: 

R84W +D96W +E99K +G263Q +L264 A -H265T +G266D +T2b/A +L269N +270A +271G 
+272G +273F +274S 

+275WRRYRSAESVDKRATMTDAELEKKLNSYVQMDKEYVKNNQARR 



R84W + G91h +D96W + b99K +G263Q H-L264A + I 2bfa I ■-G266D +T267A +L269N + 270A 
+271 G +272G +273F +274S 

+275WRRYRSAESVDKRATMTDAELEKKLNSYVQMDKEYVKNMQARS 



V60G +Db^h +R84W +G91A +D96F +E 99K +G263Q +L264A +I265T +G266D 
+L269N 



+T267A 



R84W + ^1K +L93K +D96G +E99K +G263Q + L264A +I265T +G266D +T267A +L269N 
+270A +271 G +272G +273F +274S 

+275WRRYRSAES VP KRATMTDAELEKKLNS YVQM DKE YVKN NO A RR 



+T267A 



V60G +Ub2l- +K84W +G91A +D96W +E99K +G263Q +L264A +I265T +G266D 
+L269N +270A +271 G +272G +273F +274S 
+275WRRYRSAESVD KRATMTDAELE KKLNSYVQM DKE YVKN NQARS 
Kb4W +S85Y +G91A +D96W +E99K +G2 b3Q +L264A +i265T +G266D +T267A +L269N 
+270A +271G +272G +273F +274S 

+275WRRYRSAESVDKRATMTDAELEKKLNSYVQMDKEYVKNNQARS 
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+270A +271 G +272G +273F +274S 

+275WRRYRSAESVDKRATMTDAELE KKLNSYVQMDKEYVKNNQARS 

V60G +D62W +R84W +G91A +D96F +E 99K +G263Q +L264A +I26b I +G266D +T267A 

+L269N 



R84W +US1K +U96F +E99K +G263Q +L 264A +I265T +G266D +T267A +L269N +270A 
+271 G +272G +273F +274S 

+275WRRYRSAES VDKRATMTDAE LEKKLNS YVQMD KEYVKN NQARS 



V60C + D6k " tKB4W +G91 A +D96F +E99K +G263Q +L26 4A +I265T +G266D +T267A 
+L269N 



V60G +D62V +R84W +G91A +D96F +E99 K +G263Q +L264A +I265T +G266D +T267A 
+L269N 

V60K +D62L +R84W +G91A +D96F +E99K +G263Q +L264A +1265T +G266D +T267A 
+L269N 



V60R + D62l +K84W +G91A +D96F +E99K +G263Q +L26 4A +I265T +G266D +T267A 
+L269N 



V60G +D62G +R84W +G91A +D96W +V228A +E9 9K +G263Q +L264A +I265T +G266D 
+T267A +L269N +270A +271 G +272G +273F +274S 

+275WRRYRSAESVDKRATMTDA ELEKKLNSYVQMDKEYVKNNQARS 

4.nCOA J.DOX1A/ . rsr\A a . r-,^. . . ■ 



V60L +D62A +R84W +G91A +D96W +E99K +R125K +G263Q +L264A +I265T +G266D 
+T267A +L269N +270A +271G +272G +273F +274S 

+275WRRYRSAESVDKRATMTDAEL EKKLNSYVQMDKEYVKNNQARS 

nR9P +D«/1\A/ i^n^f A ^r\r\r>\*t . r-^~., . ^ . ■ — _ 



D62E +R84W +G91A +D96W +E99K +G263Q +L2 64A +I265T +G266D +T267A +L269N 
+270A +271 G +272G +273F +274S 

+275WRRYRSAESVDKRATMTDA ELEKKLNSYVQMDKEYVKNNQARS 

X/ftHQ 4.n«OI j.DQ>I\A/ . a . ^T^T^ZZ . — 



V60S +D62L +R84W +G91A +D96F +E99K +F262L +G2 63Q +L264A +I265T +G266D 
+T267A +L269N 



D57G + V60Q +D62P +R84W +G91A +D96F +E99K +G26 3Q +L264A +I265T +G266D 
+T267A +L269N 



R84W +G91A +D9BW +E99K +L259R +G263Q +L26 4A +I265T +G266D +T267A +L269N 
+270A +271 G +272G +273F +274S 

+275WRRYRSAESVDKRATMTDA ELEKKLNSYVQMDKEYVKNNQARS 
n«on o.pq/i\a/ ^r>c\+ a ,p>a/>i«, . f^^., . , — . 



D62Q +R84W +G91A +D96W +E99K +G263Q +L26 4A +I265T +G266D +T267A +L269N 
+270A +271 G +272G +273F +274S 

+275WRRYRSAESVDKRATMT DAELEKKLNSYVQMDKEYVKNNQARS 
R84W +G91A ■ • ■ 



+D96W +E99K +V203T +G263Q +L264A +I 265T +G266D +T267A +L269N 
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+270A +271 G +272G +273F +274S 

+275WRRYRSAESVDKRATMTDAELE KKLNSWQMDKEYVKNNQARS 
R84S +S85T +G91A +D96S +T231R +N233R +L259P +G263Q +L264S +I265T +G266*~ 



+T267E +L269A 



4. A polynucleotide encoding the polypeptide of any of claims 1 -3. 

5. A method of producing a polypeptide, comprising: 

a) selecting a first polypeptide which has phospholipase activity and has an amino 
acid sequence which is at least 50 % identical to SEQ NO: 1, 

b) altering the amino acid sequence wherein the alteration comprises one or more 
substitutions or deletion corresponding to the following in SEQ ID NO: V 
D62Q/E/F/WA//P/L/G; V60R/S/K; S85Y/T; G91R/E; V203T; V228A; T231R; N233R; 
L259R/V/P; a deletion D266*; and/or L269A, and 

c) preparing a second polypeptide having the modified amino acid sequence. 

6. The method of claim 5 wherein the selected polypeptide has lipase activity, and the 
method further comprises testing the lipase and phospholipase activities of the two 
polypeptides and selecting a second polypeptide having a lower lipase/phospholipase ratio 
than the first polypeptide. 



A method for producing cheese, comprising the steps of: 

a) treating cheese milk or a fraction of the cheese milk with the polypeptide of any of 
claims 1-3 or a polypeptide produced by the method of claim 5 or 6; and 

b) producing cheese from the cheese milk during or after step a). 
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